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10 . 30 ' 50 

CGACCCACGCGTCCGCCCACGCGTCCGGAGAACCTTTGCACGCGCACAAACTACGGGGAC 

70 90 ... 110 

GATTTCTGATTGATTTTTGGCGCTTTCGATCCACCCTCCTCCCTTCTCATGGGACTTTGG 

M Q' L W 

130 150 170 

GGACAAAGCGTCCCGACCGCCTCGAGCGCTCGAGCAGGGCGCTATCCAGGAGCCAGGACA 
GOSVPTAS SARAGRYPGART 

190 210 230 

GCGTCGGGAACCAGACCATGGCTCCTGGACCCCAAGATCCTTAAGTTCGTCGTCTTCATC 

h S G T B PWLLDPKILKFVVFI 

250 270 290 

GTCGCGGTTCTGCTGCCGGTCCGGGTTGACTCTGCCACCATCCCCCGGCAGGACGAAGTT 
VAVLLPV RVD5 ATIPRQDEV 

310 330 350 

CCCCAGCAGACAGTGGCCCCACAGCAACAGAGGCGCAGCCTCAAGGAGGAGGAGTGTCCA 
PQQTVA. PQQQRRSLKEEECP 

370 390 410 

GCAGGATCTCATAGATCAGAATATACTGGAGCCTGTAACCCGTGCACAGAGGGTGTGGAT 
AGSHRSEYTGACNPCTEGVD 

430 450 470 

TACACCATTGCTTCCAACAATTTGCCTTCTTGCCTGCTATGTACAGTTTGTAAATCAGGT 
YTIASNNLPSCLLCTVCKSG 

490 510 530 

CAAACAAATAAAAGTTCCTGTACCACGACCAGAGACACCGTGTGTCAGTGTGAAAAAGGA 
QTNKSSCTTTRDTVCQCEKG 

550 570 590 

AGCTTCCAGGATAAAAACTCCCCTGAGATGTGCCGGACGTGTAGAACAGGGTGTCCCAGA 
SFQDKNSPE. MCRTCRTGCPR 

610 630 . 650 

GGGATGGTCAAGGTCAGTAATTGTACGCCCCGGAGTGACATCAAGTGCAAAAATGAATCA 
GMVKV SNCTPRSDIKCKNES 

670 690 710 

GCTGCCAGTTCCACTGGGAAAACCCCAGCAGCGGAGGAGACAGTGACCACCATCCTGGGG 
.AASSTGKTPAA EETVTTILG 
730 750 770 

ATGCTTGCCTCTCCCTATCACTACCTTATCATCATAGTGGTTTTAGTCATCATTTTAGCT 

M L A- S P Y H Y h l l l YV hVl I h h 

790 * ~ 810 ' 830 

GTGGTTGTGGTTGGCTTTTCATGTCGGAAGAAATTCATTTCTTACCTCAAAGGCATCTGC 
V V V V G F S'CRKKFISYLKGIC 

850 870 890 

TCAGGTGGTGGAGGAGGTCCCGAACGTGTGCACAGAGTCCTTTTCCGGCGGCGTTCATGT 
SGG GGGPER VHRV .LFRRRSC 

910 930 950 

CCTTCACGAGTTCCTGGGGCGGAGGACAATGCCCGCAACGAGACCCTGAGTAACAGATAC 
PSRVPGAEDNARNETL SNRY 
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•970 990 1010 

TTGCAGCCCACCCAGGTCTCTGAGCAGGAAATCCAAGGTCAGGAGCTGGCAGAGCTAACA 
LQPTQ'VSEQEIQ G" Q E L A E L T 

1030 1050 1070 

GGTGTGACTGTAGAGTCGCCAGAGGAGCCACAGCGTCTGCTGGAACAGGCAGAAGCTGAA 
GV.TVESPEEPQRLLEQAEAE 

1090 1110 1130 

GGGTGTCAGAGGAGGAGGCTGCTGGTTCCAGTGAATGACGCTGACTCCGCTGACATCAGC 
GCQRRRLLVPVNDADSADIS 

1150 1170 1190 

ACCTTGCTGGATGCCTCGGCAACACTGGAAGAAGGACATGCAAAGGAAACAATTCAGGAC 
T L L D A S A TLEEGHAKET IQD 

1210 1230 1250 

CAACTGGTGGGCTCCGAAAAGCTCTTTTATGAAGAAGATGAGGCAGGCTCTGCTACGTCC 
QLVGSEKLFYEEDEAGSATS 

1270 1290 1310 

TGCCTGTGAAAGAATCTCTTCAGGAAACCAGAGCTTCCCTCATTTACCTTTTCTCCTACA 
C L * 

1330 1350 1370 

AAGGGAAGCAGCCTGGAAGAAACAGTCCAGTACTTGACCCATGCCCCAACAAACTCTACT 

1390 1410 1430 

ATCCAATATGGGGCAGCTTACCAATGGTCCTAGAACTTTGTTAACGCACTTGGAGTAATT 

1450 . 1470 1490 

TTTATGAAATACTGCGTGTGATAAGCAAACGGGAGAAATTTATATCAGATTCTTGGCTGC 

1510 1530 1550 

ATAGTTATACGATTGTGTATTAAGGGTCGTTTTAGGCCACATGCGGTGGCTCATGCCTGT 

1570 1590 1610 

AATCCCAGCACTTTGATAGGCTGAGGCAGGTGGATTGCTTTGAGCTCGGGAGTTTGAGAC 

1630 1650 1670 

CAGCCTCATCAACACAGTGAAACTCCATCTCAATTTAAAAAGAAAAAAAAGTGGTTTTAG 

1690 1710 1730 

GATGTCATTCTTTGCAGTTCTTCATCATGAGACAAGTCTTTTTTTCTGCTTCTTATATTG 

1750 1770 1790 

CAAGCTCCATCTCTACTGGTGTGTGCATTTAATGACATCTAACTACAGATGCCGCACAGC 

1810 1830 1850 

CACAATGCTTTGCCTTATAGTTTTTTAACTTTAGAACGGGATTATCTTGTTATTACCTGT 

1870 1890 1910 

ATTTTCAGTTTCGGATATTTTTGACTTAATGATGAGATTATCAAGACGTAGCCCTATGCT 

1930 1950 1970 

AAGTCATGAGCATATGGACTTACGAGGGTTCGACTTAGAGTTTTGAGCTTTAAGATAGGA 

1990 * 2010 2030 

TTATTGGGGCTTACCCCCACCTTAATTAGAGAAACATTTATATTGCTTACTACTGTAGGC 

2050 2070 2090 

TGTACATCTCTTTTCCGATTTTTGTATAATGATGTAAACATGGAAAAACTTTAGGAAATG 

2110 2130 2150 

CACTTATTAGGCTGTTTACATGGGTTGCCTGGATACAAATCAGCAGTCAAAAATGACTAA 

2170 2190 2210 

AAATATAACTAGTGACGGAGGGAGAAATCCTCCCTCTGTGGGAGGCACTTACTGCATTCC 
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2230 2250 ■:. 2270 

AGTTCTCCCTCCTGCGCCCTGAGACTGGACCAGGGTTTGATGGCTGGCAGCTTCTCAAGG 

2290 2310 2330 

GGCAGCTTGTCTTACTTGTTAATTTTAGAGGTATATAGCCATATTTATTTATAAATAAAT 

2350 2370 2390 

ATTTATTTATTTATTTATAAGTAGATGTTTACATATGCCCAGGATTTTGAAGAGCCTGGT 

2410 2430 2450 ' 

ATCTTTGGGAAGCCATGTGTCTGGTTTGTCGTGCTGGGACAGTCATGGGACTGCATCTTC 

2470 2490 2510 

CGACTTGTCCACAGCAGATGAGGACAGTGAGAATTAAGTTAGATCCGAGACTGCGAAGAG 

2530 2550 2570 

CTTCTCTTTCAAGCGCCATTACAGTTGAACGTTAGTGAATCTTGAGCCTCATTTGGGCTC 

2590 2610 2630 

AGGGCAGAGCAGGTGTTTATCTGCCCCGGCATCTGCCATGGCATCAAGAGGGAAGAGTGG 

2650 2670 2690 

ACGGTGCTTGGGAATGGTGTGAAATGGTTGCCGACTCAGGCATGGATGGGCCCCTCTCGC 

2710 2730 2750 

TTCTGGTGGTCTGTGAACTGAGTCCCTGGGATGCCTTTTAGGGCAGAGATTCCTGAGCTG 

2770 2790 2810 

CGTTTTAGGGTACAGATTCCCTGTTTGAGGAGCTTGGCCCCTCTGTAAGCATCTGACTCA 

2830 2850 2870 

TCTCAGAGATATCAATTCTTAAACACTGTGACAACGGGATCTAAAATGGCTGACACATTT 

2890 2910 2930 

GTCCTTGTGTCACGTTCCATTATTTTATTTAAAAACCTCAGTAATCGTTTTAGCTTCTTT 

2950 2970 2990 

CCAGCAAACTCTTCTCCACAGTAGCCCAGTCGTGGTAGGATAAATTACGGATATAGTCAT 

3010 3030 3050 

TCTAGGGGTTTCAGTCTTTTCCATCTCAAGGCATTGTGTGTTTTGTTCCGGGACTGGTTT 
3070 3090 3110 

GGCTGGGACAAAGTTAGAACTGCCTGAAGTTCGCACATTCAGATTGTTGTGTCCATGGAG 
3130 3150* 3170 

TTTTAGGAGGGGATGGCCTTTCCGGTCTTCGCACTTCCATCCTCTCCCCACTTCCCATCT 
3190 3210 3230 

GGCGTCCCACACCTTGTCCCCCTGCACTTCTGGATGACCAGGGTGCTGCTGCCTCCTAGT 
3250 3270 3290 

CTTTGCCTTTGCTGGGCCTTCTGTGCAGGAGACTTGGTCTCAAAGCTCAGAGAGAGCCAG 
3310 3330 3350 

TCCGGTCCCAGCTCCTTTGTCCCTTCCTCAGAGGCCTTCCTTGAAGATGCATCTAGACTA 
.3370 3390 3410 

CCAGCCTTATCAGTGTTTAAGCTTATTCCTTTAACATAAGCTTCCTGACAACATGAAATT 
3430 3450 3470 

GTTGGGGTTTTTTGGCGTTTGTTGATTTGTTTAGGTTTTGCTTTATACCCGGGCCAAATA 
3490 3510 3530 

GCACATAACACCTGGTTATATATGAAATACTCATATGTTTATGACCAAAATAAATATGAA 
3550 

ACCTCAAAAAAAAAAAAAAAAAAAAA 
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Decoration 'Decoration II': Siada (vith solid bladtl residues that wtch the Consensus exactly. 
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□ Surface Probability Plot - Emlni 



